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AL T 286, 28 R IS 358 A 0 A AT I 1) £ % B 201 Jfd Control Knockout HEK293T Cells (L00020)ER 4 5] GFP (1) %+ B& 21 ffd
GFP Knockout HEK293T Cells (L00022).

2z R R4 i 3k T CRISPR/Cas9 #57 AR I FAMI11B 4 ] i B4 1 52 Rz (L12900 pLenti-FAM111B-sgRNA) . 1875 £ (L12901
FAMI11B Knockout Lentivirus). HEK293TZif(L12902 FAM111B Knockout HEK293T Cells). HEK293 T bk 41 il FIRIPA %Y
R (L12903 FAM111B Knockout HEK293T RIPA Lysate). HEK293T & [4: 4 Al f) Trizol 24 & % (L12904 FAM111B Knockout
HEK293T Trizol Lysate)%5 /= i, FARIEE 2 25 K ik B 10 BTE AT i 0 DT o A 272 o
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Species Gene Symbol Gene ID GenBank Accession Transcript

Human FAMI111B 374393 BC130513 NM_ 198947

About the gene

Official Symbol FAMI111B

Previous Symbol -

Official Full Name | family with sequence similarity 111 member B

Synonyms CANP

Location 11q12.1

Gene Type protein-coding gene

Uniprot ID Q6SJ93

Pathway/Library Lung Cancer Growth Related Genes Library

This gene encodes a protein with a trypsin-like cysteine/serine peptidase domain in the C-terminus.
Mutations in this gene are associated with an autosomal dominant form of hereditary fibrosing
poikiloderma (HFP). Affected individuals display mottled pigmentation, telangiectasia, epidermal atrophy,
tendon contractures, and progressive pulmonary fibrosis. Alternative splicing results in multiple transcript
variants encoding distinct isoforms. A paralog of this gene which also has a trypsin&#8208;like peptidase
domain, FAM111A, is located only 16 kb from this gene on human chromosome 11q12.1.
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FEHEK293 T4 il .

b. AU SRAEAM RS IEER TR B IR S5 R R iz iy 0 AR IAIRE RS (TUK) s — /NI RE 5% 77 ¥ 41 g
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d. USCEIVRAT A0 i 1 R D 5 A kAT 5 7%, CARAA RIS 0 RS TR ERF . W AN AT A, VRA7 40 i T 7E-80°C
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g AU R FRBNDMEM (high glucose)+10% FBS. 5 7ERE 7RI -F NS & 75 8 2 -5E 8 R I W AR I mT RE M40 T 75 4%,
W 7 K75 5 -8 R (100X) (C0222). [FAIE, In N9 FE 1 pg/mlffiPuromycin (ST551) . A& 441895 75 IVHEK 293 T
IR BAAR(S BiE S %293T (AR B 4H) (C6008):  https://www.beyotime.com/product/C6008.htm .
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2. EERENLERE:

a. X TZ M, v LLU#EIET7 Endonuclease I (T7TEDZHAT %55E, HIFEIAMAEERIZHDNA, #EsgRNAJT HI BT 5147)
HEATPCRY 18, SR J5 HEATTTEIRG VI AT LK o0 M7, EARIE S35 38 25 K11 5 [ 41 G 5 53 7 46 771 51(D0508) BT 7 Endonuclease
I (CRISPRAE 2[RI SR 4 58 i) (D7080); ] LIS H MR M HTAR TR . 35 BT CRISPRE: PR B il 2 A3
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b. KT HRRREAA, WSS PCRY 1Y HsgRNASE [ (R 5E K] Fv B G AT 3 00 e 1) 7 QAT 30 AIE , ()BT DAASE FH AR R e
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X~ m:
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L00020 Control Knockout HEK293T Cells 132/
L00022 GFP Knockout HEK293T Cells 152/
0222 H R R - TR R IR W(100X) 100ml
D0508S/M 2 PR 2 g A SR A A ) 25/1001%
D7080S/M/L T7 Endonuclease T (CRISPR%%3 [X] 545 %5 5 ) 250/1250/5000U
ST551-10mg Puromycin Dihydrochloride (/%5 %) 10mg/mlx1ml
ST551-50mg Puromycin Dihydrochloride (W#4 %5 3) 10mg/mlx5ml
ST551-250mg Puromycin Dihydrochloride ("M 2 2%) 250mg
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